The structure of the title compound, C 11 H 12 BrN 2 S + ÁC 2 HO 4 À (common name 6-bromolevamisole hydrogen oxalate), is stabilized mainly by hydrogen bonds. Hydrogen oxalate anions form parallel coplanar chains via O-HÁ Á ÁO hydrogen bonds, while there are N-HÁ Á ÁO hydrogen-bonding interactions between the 6-bromolevamisole cations and oxalate anions. Both five-membered rings from the 6-bromolevamisole molecule have a twist conformation. The molecule has an extended conformation, with the 4-bromophenyl substituent positioned equatorially with N-C-C-C and C-C-C-C torsion angles of 39.8 (3) and 100.4 (3) , respectively.
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Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Fig. 1) is a salt of a strong activator of cystic fibrosis conductance regulator (CTFR) chloride channels, including those in human airway epithelial cells. It shows a strong reduction in activity of Protein Phosphatases 2C and 2A, two of the most likely candidates for being a CTFR phosphatase (Luo et al., 2000) . It has also been shown to inhibit alkaline phosphatases, including being an uncompetitive inhibitor of an alkaline phosphatase involved in sarcoma (Lee et al., 1975) . Furthermore, since inhibitors affect alkaline phosphatase from the white blood cells of mothers of fetuses with Down's syndrome differently, the cation could be involved in screening for it (Denier et al., 2002) . Packing ( Fig. 2 ) is stabilized by hydrogen bonds ( Table 1 ). The oxalate ions form parallel, coplanar, one-dimensional chains via O-H···O hydrogen bonds, with each link in the chain having an N-H···O hydrogen bond from the deprotonated oxygen to the protonated nitrogen (N2) of the 6-bromolevamisole. The bromine also forms a short contact (3.111 Å) with
Experimental 6-Bromolevamisole oxalate was purchased from Sigma, and dissolved in a mixture of 1-butanol and DMSO in a 1:1 ratio.
A single crystal suitable for X-ray diffraction study was obtained by slow evaporation at room temperature.
Refinement
Hydrogen atoms attached to C7, C8, and C9 were placed in ideal positions, and refined using a riding-model approximation with C-H bond lengths of 0.98 Å in the case of C7 and 0.97 Å in the cases of C8 and C9. All other hydrogen atoms were located in a difference density Fourier map and refined with isotropic displacement parameters. Figures   Fig. 1 . An asymmetric unit of the title compound. Displacement ellipsoids are drawn at the 50% probability level, while hydrogen atoms are drawn as spheres of an arbitrary radius. 
